Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.044; wR factor = 0.146; data-to-parameter ratio = 13.5.
Related literature
For the synthesis of related compounds, see: Siji et al. (2010) . For biological applications of hydrazinecarboxamide and its derivatives, see: Rivadeneira et al. (2009) ; Shalini et al. (2009) . For related structures, see: Annie et al. (2012) ; Aravindakshan et al. (2013) .
Experimental
Crystal data 
Data collection
Bruker APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2004) T min = 0.977, T max = 0.983 9857 measured reflections 2302 independent reflections 1655 reflections with I > 2(I) R int = 0.023 Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.146 S = 1.04 2300 reflections 171 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.19 e Å À3 Á min = À0.14 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C9-C14 ring.
Symmetry codes: (i) Àx; Ày À 1; Àz; (ii) Àx; y þ 1; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXL97 and publCIF (Westrip, 2010) . 
Comment
Hydrazinecarboxamides with versatile structural features are good ligands for both the neutral and anionic complexes (Rivadeneira et al., 2009) . The aryl hydrazinecarboxamides were found to be devoid of sedative hypnotic activity and exhibited anticonvulsant activity with less neurotoxicity (Shalini et al., 2009 ).
The title compound (Scheme 1, Fig. 1 ) crystallizes in the monoclinic space group P2/c. The molecule adopts an E configuration with respect to C7═N1 bond and the N3-C8-N2-N1 torsion angle of 4.3 (3)° reveals that N1 and N3 atoms are cis to each other with respect to C8-N2 bond. The central fragment N3-C8(O1)-N2-N1 is almost planar and forms diherdal angles with two benzene rings of 13.24 (11)° (C1-C6) and of 7.60 (12)° (C9-C14).
The C7-N1 (1.273 (2) Å) and C8-O1 (1.225 (2) Å) bond distances are very close to the reported bond lengths of azomethine and keto groups, respectively, in similar structures (Annie et al., 2012) , confirming the azomethine bond formation and existence of semicarbazone in amido form. A five-membered ring is formed by N1/N2/C8/N3 and H3′ through an intramolecular H-bonding interaction with a D···A distance of 2.634 Å. In the crystal, a centrosymmetric dimer (Aravindakshan et al., 2013) is formed by means of a classical intermolecular N-H···O hydrogen bond (Fig. 2) with a D···A distance of 2.860 (2) Å. A C-H···π interaction (Fig. 3) is present in the crystal between the hydrogen attached to the carbon C3 and the C9-C14 benzene ring with H···π distance of 2.99 Å, interconnects the adjacent centrosymmetric dimers to build a three-dimensional supramolecular architecture in the system. Fig. 4 shows the packing diagram of the title compound along b axis.
Experimental
The title compound was prepared by adapting a reported procedure (Siji et al., 2010) . Hot methanolic solutions (25 ml) of equimolar amounts of benzaldehyde (0.106 g, 1 mmol) and N-phenylhydrazinecarboxamide (0.151 g, 1 mmol) were mixed and refluxed for 3 h after adding a few drops of dilute acetic acid. The resulting solution was cooled to room temperature. The colourless block shaped crystals were collected, washed with few drops of methanol and dried over P 4 O 10 in vacuo. Single crystals suitable for X-ray analysis were obtained by slow evaporation of solution in air for few days. 61, 141.78, 137.84, 133.66, 130.02, 129.02, 128.79, 126.94, 123.54, 119.68 .
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Refinement
All H atoms on C were placed in calculated positions, guided by difference maps, with C-H bond distances of 0.93 Å. H atoms were assigned U iso (H) values of 1.2Ueq(carrier). H atoms of N3-H3′ and N2-H2′ bonds were located from difference maps and the bond distances are restrained to 0.88±0.01 Å. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
